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<140> PCT/EP98/08096 
<141> 1998-12-11 
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<210> 1 
<211> 1260 
<212> DNA 

<213> Listeria monocytogenes Strain EGDl/2a 

<220> 
<221> CDS 

<222> (241) . . (1197) 

<223> Sequence of the. dapE gene, which is essential for 
synthesis of diaminopimelic acid. 

<400> 1 

tgcctttata gagaacggga aaacatagag tggaattcat agaaagaggg cgtgaaatat 60 

ggaccaacaa aaaaagattc aaattttaaa ggacttggta aatattgatt cgactaatgg 120 

gcatgaagaa caagttgcga actatttgca aaagttgtta gctgaacatg gtattgagtc 180 

cgaaaaggta caatacgacc tagacagagc tagcctagta agcgaaattg gttccagtaa 240 

cga gaa ggt ttg gca ttt tea ggg cat atg gat gta gtt gat gcg ggt 288 
Arg Glu Gly Leu Ala Phe Ser Gly His Met Asp Val Val Asp Ala Gly 
15 10 15 

gat gta tct aag tgg aag ttc cca cct ttt gaa gcg aca gag cat gaa 336 
Asp Val Ser Lys Trp Lys Phe Pro Pro Phe Glu Ala Thr Glu His Glu 
20 25 30 

ggg aaa eta tac gga cgc ggc gca acg gat atg aag tea ggt eta gcg 384 
Gly Lys Leu Tyr Gly Arg Gly Ala Thr Asp Met Lys Ser Gly Leu Ala 
35 40 45 

gcg atg gtt att gca atg att gaa ctt cat gaa gaa aaa caa aaa eta 432 
Ala Met Val lie Ala Met lie Glu Leu His Glu Glu Lys Gin Lys Leu 
50 55 60 

aac ggc aag ate aga tta tta gca aca gtt ggg gaa gag ate ggt gaa 480 
Asn Gly Lys lie Arg Leu Leu Ala Thr Val Gly Glu Glu lie Gly Glu 
65 70 75 80 

ctt gga gca gaa caa eta aca caa aaa ggt tac gca gat gat tta cat 528 
Leu Gly Ala Glu Gin Leu Thr Gin Lys Gly Tyr Ala Asp Asp Leu His 
85 90 95 



ggt 



tta ate ate ggc gaa ccg agt gga cac aga ate gtt tat gcg cat 



576 



Gly Leu lie lie Gly Glu Pro Ser Gly His Arg lie Val Tyr Ala His 
100 105 110 

aaa ggt tec att aat tat ccc gtt aaa tec act ggt aaa aat gee cat 624 
Lys Gly Ser lie Asn Tyr Pro Val Lys Ser Thr Gly Lys Asn Ala His 
115 120 125 

agt teg atg ccg gaa tct ggt gtg aat gcg att gat aac ttg ctg eta 672 
Ser Ser Met Pro Glu Ser Gly Val Asn Ala lie Asp Asn Leu Leu Leu 
130 135 140 

ttt tat aat gaa gta gaa aaa ttc gtg aaa tea gtt gat get act aac 720 
Phe Tyr Asn Glu Val Glu Lys Phe Val Lys Ser Val Asp Ala Thr Asn 
145 150 155 160 

gaa ata tta ggc gat ttt att cat aat gtc acc gta att gat ggt gga 768 
Glu He Leu Gly Asp Phe He His Asn Val Thr Val He Asp Gly Gly 
165 170 175 

aat caa gtc aat agt ate cct gaa aaa gca caa ctg caa ggg aat att 816 
Asn Gin Val Asn Ser He Pro Glu Lys Ala Gin Leu Gin Gly Asn He 
180 185 190 

cgc teg att cca gaa atg gat aat gaa aca gtg aaa caa gtg eta gtg 864 
Arg Ser He Pro Glu Met Asp Asn Glu Thr Val Lys Gin Val Leu Val 
195 200 205 



CB aag att ate aat aag tta aac aaa cag gaa aat gtg aat ctg gaa tta 912 

M= Lys He He Asn Lys Leu Asn Lys Gin Glu Asn Val Asn Leu Glu Leu 

Q 210 215 220 

^ ata ttt gat tat gat aaa caa cca gta ttt agt gat aaa aat teg gat 960 

^ lie Phe Asp Tyr Asp Lys Gin Pro Val Phe Ser Asp Lys Asn Ser Asp 

225 230 235 240 

Q 

3l tta gtc cac att get aag age gta gca age gac att gtc aaa gaa gaa 1008 

J~ Leu Val His He Ala Lys Ser Val Ala Ser Asp He Val Lys Glu Glu 

Jjj 245 250 255 

U? ate cca tta etc ggt att tec gga aca acc gat gca gca gaa ttt acc 1056 

□ He Pro Leu Leu Gly He Ser Gly Thr Thr Asp Ala Ala Glu Phe Thr 

260 265 270 

aaa get aag aaa gag ttc cca gtg att att ttt gga cca gga aac gaa 1104 

Lys Ala Lys Lys Glu Phe Pro Val He He Phe Gly Pro Gly Asn Glu 

275 280 285 

acc cct cac caa gta aac gaa aat gtt tct ata gga aat tat ttg gag 1152 

Thr Pro His Gin Val Asn Glu Asn Val Ser He Gly Asn Tyr Leu Glu 

290 295 300 

atg gta gat gtt tac aaa egg att gec acc gag ttt tta tct tga 1197 

Met Val Asp Val Tyr Lys Arg He Ala Thr Glu Phe Leu Ser 

305 310 315 

tgaaacttta actttactta tttcccgata taaaataagt aattaataga agtctagtat 1257 
ttg 1260 
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<211> 318 
<212> PRT 

<213> Listeria monocytogenes Strain EGDl/2a 
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<210> 3 
<211> 1337 
<212> DNA 

<213> Listeria monocytogenes Strain EGDl/2a 

<220> 

<221> CDS 

<222> (795) . . (992) 

<223> Sequence of cold shock protein cspL 
<400> 3 

gaggcaagtg gactaatcat aaagtttttg gcgatgcaac tgcgattttg gcaggagatg 



ctttactaac 


gctcgctttt 


tctattttag 


ctgaagacga 


taatttatct 


tttgagacac 


120 


gcattgcttt 


gattaaccaa 


attagtttta 


gtagcggtgc 


agaaggaatg 


gttggtggtc 


180 


aacttgcaga 


cttggaagcg 


gaaaacaaac 


aagtgacgct 


agaagagtta 


tcatccattc 


240 


atgcacgaaa 


aacgggtgaa 


ttattaattt 


atgctgtaac 


ctctgcagca 


aaaattgcgg 


300 


aagctgatcc 


agaacaaacg 


aaacgcttac 


gaatttttgc 


agagaatatt 


gggattggat 


360 


ttcaaattag 


cgacgatatt 


ttagatgtaa 


ttggtgatga 


aacgaaaatg 


ggtaaaaaga 


420 


caggggccga 


cgcttttctg 


aataaaagta 


cctatcccgg 


attactcacg 


cttgatgggg 


480 


caaaaagggc 


attaaatgag 


catgttacga 


ttgcaaagtc 


agcgctttca 


gggcatgatt 


540 


tcgatgatga 


aattctcttg 


aaacttgctg 


atttaatcgc 


acttagagaa 


aattaatcat 


600 


aattatctag 


taatttcaaa 


attttttcac 


atatataatt 


caaattgatt 


tgcttttcct 


660 


aaaataccgt 


gttatactaa 


tgtaagatta 


tttttgtggg 


tgaaagatac 


gattgtgaac 


720 


aactttccat 


ctcgtgccgt 


taagcaagaa 


tagtaaataa 


ttagtgtgca 


taacacacga 


780 


ggaggaacat 


gaac atg gaa caa ggt aca gta aaa 
Met Glu Gin Gly Thr Val Lys 


tgg ttt aac gca gaa 
Trp Phe Asn Ala Glu 


830 



15 10 

aaa gga ttt ggt ttt ate gaa cgc gaa aac ggt gac gat gta ttc gta 878 
Lys Gly Phe Gly Phe lie Glu Arg Glu Asn Gly Asp Asp Val Phe Val 
15 20 25 

cat ttc age get ate caa ggc gac gga ttc aaa tct tta gac gaa ggt 926 
His Phe Ser Ala lie Gin Gly Asp Gly Phe Lys Ser Leu Asp Glu Gly 
30 35 40 

caa gca gta act ttc gac gtt gaa gaa ggc caa cgc gga cct caa gca 974 
Gin Ala Val Thr Phe Asp Val Glu Glu Gly Gin Arg Gly Pro Gin Ala 
45 50 55 60 

get aac gtt caa aaa gcg taattctatt ttttgaataa gaaaaagcaa 1022 
Ala Asn Val Gin Lys Ala 
65 

ateatttegg tgatttgett ttttatttgt ctaaaattat tttaccttgt ttggtttaat 1082 

ggcgattgtt tgctataata agaacaatta atcgagaaaa aagaccttgc aegcattcat 1142 

gcgagtggct ctttggaaag tgagttgttt ttatttggat cttttaaaga taaaggatcc 1202 

ttcctttatg aagcgattgg atatacaaga attagaagca ettgeagegg atattcgege 1262 

ttttttaatt acttctacat ctaaatcagg tgggcatatt ggtccgaatc ttggtgtggt 1322 

agaactaacg attgc 1337 



<210> 4 
<211> 66 
<212> PRT 

<213> Listeria monocytogenes Strain EGDl/2a 



<400> 4 

Met Glu Gin Gly 
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Phe He Glu Arg 
20 

He Gin Gly Asp 
35 

Phe Asp Val Glu 
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Thr Val Lys 
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Glu Gly Gin 
55 
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10 

Asp Asp Val 
25 

Ser Leu Asp 
40 

Arg Gly Pro 



Ala Glu Lys 

Phe Val His 

Glu Gly Gin 
45 

Gin Ala Ala 
60 



Gly Phe Gly 
15 

Phe Ser Ala 
30 

Ala Val Thr 
Asn Val Gin 
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65 



